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2.3 LHIMELR

LL C57BL/BN F1 NOD-scid /MR X ER, WiE B-NDG /B # NOD B4, SLhz)
PRt . ABRRARERBEELRA.

F1: LRIMESR

R#
&R RUtRAr A (W
3 ?
BRERTHEFRED
C57BL/6N 0 1 7
HARRAE
HRERITHEEAEY
NOD-scid 0 1 7
BARERAH
BRERTHEREY
B-NDG 3 3 7
HABRAE

2.4 FEZRNZ DNA 125 K PCR 31

REZEFEH DNA REUTESEMR 1.

PCR Rk & EFEF ALK 2 FIR 3.

2.5 BRERIKE R

BAASCHR 2 A 4%HERL ik AT LU W R, (BRBERIMNLRLR, RRAKR
HETEMX 4 FF 2000p A%, HIRSSRASE IR 1 WBRE Bk FEE TR,

#* 2. KOD-FXDNA RA&Mi PCR KRR (A 20 ub)

Reaction component Volume (ul.) Final concentration

2 X FX buffer 10

10 uM Primer-F (FAM) 0.6 0.3 uM

0.02 U/uL

1.0 U/ul FX DNA Polymerase
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& 3: KOD-FX DNA 58 PCR RNAZF

Step Temp. Time Cycles

1 94°C 2 min 1

2 98°C 10 sec

3 62C 30 sec 30

4 68°C 30 sec

5 68°C 10 min 1

6 4C hold 1

3 HGRathEER

REBHERIRLRRBOLE THTICRAHTEIM, B-NDG AR5 NOD-scid /ME,
SSLP FrBik/h—%, T C57BLE6N SMRAEMEXRER (PiE(E 13.23bp) (X 4), 3#H
i 5TEIMG! B BRERERIER.

RAITBH LR, BNDG DR EEEFEREN NOD-scid PR RIEF, SHREE
KM C57BLBN MREZEER.
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Table 4. SSLP PCR product sizes in the B-NDG,NOD-scid and C57BL/6N strains

Position . B-NDG/ B-NDG/
Marker (cM) B-NDG NOD-scid C57BLJ/6N NOD-scid" C57BLIGN?
D1MIt303 348 113 113 123 0 10
D1Mit132 43 .1 160 160 141 0 19
D1Mit150 81.08 120 120 131 0 11
D2Mit42 54.85 125 125 140 0 15
D2Mit311 83.1 114 114 127 0 13
D2Mit346 91.8 100 100 94 0 6
D3Mit189 43.89 166 156 131 0] 25
D3Mit8s 72.9 216 216 210 0] 6
D3Mit89 86.1 210 210 216 0 6
D4Mit308 57.66 117 17 81 0 36
D4mit203 63.26 111 111 104 0 7
D4Mit256 827 129 129 133 0 4
D5Mit146 1 123 123 119 0 4
D5Mit158 55.99 323 323 307 0 16
D5Mit161 65.34 156 156 118 0 38
D6MIt296 2.25 109 109 99 0 10
D6Mit100 41.03 96 96 83 o] 13
D6MIt304 75 103 103 112 0 9
D7Mit267 11 180 180 194 0 14
D7Mit220 55.69 115 118 129 0 14
D7Mit189 724 115 115 132 0 17
D8Mit155 1 158 158 162 0 4
D8Mit80 43.06 119 119 105 0 14
D8Mit88 58 124 124 112 0 12
DIMit83 6 127 127 131 0 4
DOMit97 29 156 156 146 0 10
DI9Mit52 72 171 171 169 0 2
D10Mit2 16 134 134 128 0 6
D10Mit230 45.28 137 137 110 0 27
D10Mit266 62 80 80 88 0 8
D11mit151 15.29 151 151 134 0 17
D11mit298 42.76 216 216 192 0] 24
D11Mit48 77 124 124 130 0 6
D11mit303 82.9 103 104 106 1 3
D12Mit12 8.49 166 166 139 0 27
D12mit2 18.94 146 146 132 0 14
D12Mit133 56 97 97 112 0 15
D13Mit51 11.94 141 141 139 0 2
D13mit191 45.05 120 120 114 0 6
D13mit78 67.21 202 202 224 0 22

/8



@ SERE ERRETHERENEREEAR
BIOCYTOGEN www.biocytogen.com.en 0513-80789990
D14mit126 11.94 127 127 133 0 6
D14Mit225 42.5 96 96 113 0 17
D14mit95 57.2 163 163 120 0 43
D15mit154 16.82 144 144 151 0 7
D15mit92 32.19 139 139 141 0 2
D15Mit42 59.2 180 180 184 0 4
D16Mit129 3.4 165 165 178 0 13
D16Mit140 40.3 157 157 140 0 17
D16Mit108 71.5 134 134 145 0 11
D17mit164 2.1 90 90 126 0 36
D17Mit68 23.55 168 168 129 0 39
D17Mit93 445 142 142 155 0 13
D18Mit12 17 131 131 118 0 13
D18Mit91 29 137 137 139 0 2
D18Mit187 47 108 108 112 0 4
D19mit45 16.14 134 134 138 0 4
D19mit1 50.32 143 143 121 0 22
DXMit55 1.4 128 128 137 0 9
DXMit48 25.51 98 98 105 0 7
DXMit179 5§3.17 113 113 122 0 9
average 42.96 139.33 139.35 136.73 0.02 13.23

1. B-NDG /)R 5 NOD-scid /N& i) SSLP Fr Bt K/MIEE
2./4% B-NDG /MR 5 C57BL/EN MR SSLP B A/MREE

4 ZEE
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5 Pi%: REZEHEYS DNA KIHREL
5.1 BEBSRMES

#5: RERBERORE

WAL FEFEBOR B
Tris-HCI (pH8.0) 1M (10X)
EDTA-2Na (pH8.0) 0.5 M (100X)
NaCl 3M (15X)
SDS 10% (50X)
Proteinase K 10 mg/mL (100X)

5.2 HEWHEHEEE (B 10mb)

% 6: RENBHEHBR (B4R 10mbL)

P #R
Tris-HCI (pH8.0) 1mL
EDTA -2Na (pH8.0) 100pL
NaCl 667uL
Sbs 200pL
Proteinase K 100uL
Distilled water 7933ul

5.3 REZFA DNA HiREUEE

5.3.1 {EAFRHAE 7 REARTAFHLYE, B TRINESKERO0.5cm, LA
BABTFRELN 1.5 mL BOEF.

5.3.2 BRERICIEIFF A RB N RFIHRIEEE DNA. IRABRITRHRMER
B, BEEEWUTRHREET-80CKHE. MEFEEH, SALETER
R REERES, BUUHTIKSIKER,

5.3.3 GEMA 500uL EHIFHRMBA (& 10mg/mL KIEEE K5uL) .

5.3.4 N S5CHIZTI P ER, WMELR.
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53.5 ARZPHFBRHBEOE, £ZEHE 10-15min, FRAREEEZR. #
BOERERS.

5.3.6 13000rpm, EEE L 15min.

5.3.7 HH 400pL LIEER—MEFHBOEP.

5.3.8 MASERWR AR, LENEM T8, £4ES, KNSHHEAE
Wi, =BT 12000rpm &4 10min, 3 LiF.

5.3.9 B OE PRI 700pL YKA ) 75% ZBES:, B ETRERS.

5.3.10 12000rpm. =iRE.( 5min, ¥ LiE, BEE, RERREBE.

5311 EHEFEPNTHL 3-5min.

5.3.12 / 50-100pLGibco &k (1818 DNA BEFaE FAKE)ESR, 55CHME 2h,
BRELESDRWEES, R DNA E#xTL.

5.3.13 Hill DNA f93KA, EX 100-200 ng i1 DNA Fifit PCR f9#4R .

WA YRE.  FRATAY mRA T

BHE: 2023 o8- 00 Bl W0305i0b HI o3 oo,
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